Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.010 Å; R factor = 0.044; wR factor = 0.116; data-to-parameter ratio = 19.9.
In the title complex, [PtCl 2 (C 6 H 16 N 2 )], the Pt II atom adopts a distorted cis-PtN 2 Cl 2 square-planar coordination geometry. The five-membered chelate ring adopts a twisted conformation. In the crystal, weak C-HÁ Á ÁCl hydrogen bonds link the molecules into (001) sheets. 
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In the structure of molecule I shown in Fig. 1 , geometry around the Platinum atom is distorted square planer as N1-Pt1- 
Experimental
In a round bottom flask took 50 ml of distilled water, 0.5 ml conc. HCL, 0.036 ml of tetramethylethylenediamine (tmeda) (0.24 mmol) and K 2 PtCl 4 (0.24 mmol). Refluxed the mixture for about 2 hrs. The solution was changed to pale yellow, it was allowed to cool to room temperature then kept in refrigerator overnight. Pale yellow needles were formed which were filtered, washed with ethanol then with diethylether and dried on vacuum line.
Refinement
All the C-H H-atoms were positioned with idealized geometry with C-H = 0.97 Å for methylene, & C-H = 0.96 Å for methyl groups. H-atoms were refined as riding with U iso (H) = kU eq (C, N), where k = 1.2 for methylene and k = 1.5 for methyl H-atoms. 
Computing details
Figure 1
The molecular structure of title complex with 50% probability thermal ellipsoids. 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
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